Previously reported but same gene as AgamOBP15, hence not included in this analysis Previously reported but same gene as AgamOBP15, hence not included in this analysis Previously reported but same gene as AgamOBP15, hence not included in this analysis Previously reported but same gene as AgamOBP15, hence not included in this analysis Previously reported but same gene as AgamOBP15, hence not included in this analysis Previously reported but same gene as AgamOBP15, hence not included in this analysis Previously reported but same gene as AgamOBP15, hence not included in this analysis 17 AgamOBP17 Previously reported but same gene as AgamOBP1, hence not included in this analysis Previously reported but same gene as AgamOBP1, hence not included in this analysis Previously reported but same gene as AgamOBP1, hence not included in this analysis Previously reported but same gene as AgamOBP1, hence not included in this analysis Previously reported but same gene as AgamOBP1, hence not included in this analysis Previously reported but same gene as AgamOBP1, hence not included in this analysis Previously reported but same gene as AgamOBP1, hence not included in this analysis 18 AgamOBP18 Previously reported but same gene as AgamOBP6, hence not included in this analysis Previously reported but same gene as AgamOBP6, hence not included in this analysis Previously reported but same gene as AgamOBP6, hence not included in this analysis Previously reported but same gene as AgamOBP6, hence not included in this analysis Previously reported but same gene as AgamOBP6, hence not included in this analysis Previously reported but same gene as AgamOBP6, hence not included in this analysis Previously reported but same gene as AgamOBP6, hence not included in this analysis Suppl. Table 1a *Newly discovered genes in this study. # Only a two way (1:1) orthology has been established for these genes and not a three way (1:1:1) orthology. †Two genes AgamOBP34 and AgamOBP37 share 100% sequence identity but are localized on distinct chromosome segments. We cannot resolve which of these two genes is the true orthologue of AaegOBP106 Suppl. Table 1a *Newly discovered genes in this study. # Only a two way (1:1) orthology has been established for these genes and not a three way (1:1:1) orthology. †Two genes AgamOBP34 and AgamOBP37 share 100% sequence identity but are localized on distinct chromosome segments. We cannot resolve which of these two genes is the true orthologue of AaegOBP106. nd : not determined Suppl. Table 1a *Newly discovered genes in this study. # Only a two way (1:1) orthology has been established for these genes and not a three way (1:1:1) orthology. †Two genes AgamOBP34 and AgamOBP37 share 100% sequence identity but are localized on distinct chromosome segments. We cannot resolve which of these two genes is the true orthologue of AaegOBP106. nd : not determined Suppl. Suppl. Supplementary Table 1c . Complete list of OBP genes from Aedes aegypti reported in this study. Alongside their identification and chromosomal locations, shown are their subfamilies, phylogenetic clusters and orthologues in Anopheles gambiae and Culex quinquefasciatus. The 47 OBPs newly identified in this study (AaegOBP67-AaegOBP114) are indicated by an (*). †Two genes AaegOBP42 and AaegOBP63 sahre 100% sequence identity but are localized on different chromosome segments. We cannot resolve which of these two genes is the true orthologue of AgamOBP48 and CquiOBP106. Two way (1:1) orthologues are indicated by a # sign. OBPs that did not clustered in a phylogenetic group were indicated as 'unclassified' in the 'Cluster' column. Suppl. Table 1c *Newly discovered genes in this study. # Only a two way (1:1) orthology has been established for these genes and not a three way (1:1:1) orthology. †Two genes AaegOBP42 and AaegOBP63 share 100% sequence identity but are localized on different chromosome segments. We cannot resolve for these two genes which is the true orthologue of AgamOBP48 and CquiOBP106. Suppl. Table 1c *Newly discovered genes in this study. # Only a two way (1:1) orthology has been established for these genes and not a three way (1:1:1) orthology. †Two genes AaegOBP42 and AaegOBP63 share 100% sequence identity but are localized on different chromosome segments. We cannot resolve for these two genes which is the true orthologue of AgamOBP48 and CquiOBP106. Suppl. Table 1c *Newly discovered genes in this study. # Only a two way (1:1) orthology has been established for these genes and not a three way (1:1:1) orthology. †Two genes AaegOBP42 and AaegOBP63 share 100% sequence identity but are localized on different chromosome segments. We cannot resolve for these two genes which is the true orthologue of AgamOBP48 and CquiOBP106. Suppl. Table 1c *Newly discovered genes in this study. # Only a two way (1:1) orthology has been established for these genes and not a three way (1:1:1) orthology. †Two genes AaegOBP42 and AaegOBP63 share 100% sequence identity but are localized on different chromosome segments. We cannot resolve for these two genes which is the true orthologue of AgamOBP48 and CquiOBP106. Suppl. Table 1c *Newly discovered genes in this study. # Only a two way (1:1) orthology has been established for these genes and not a three way (1:1:1) orthology. †Two genes AaegOBP42 and AaegOBP63 share 100% sequence identity but are localized on different chromosome segments. We cannot resolve for these two genes which is the true orthologue of AgamOBP48 and CquiOBP106. Suppl. Table 1d Supplementary Suppl. Suppl. Table 1e *Newly discovered genes in this study. # Only a two way (1:1) orthology has been established for these genes and not a three way (1: Suppl. Table 1e *Newly discovered genes in this study. # Only a two way (1:1) orthology has been established for these genes and not a three way (1: Suppl. Table 1e *Newly discovered genes in this study. # Only a two way (1:1) orthology has been established for these genes and not a three way (1:1:1 
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